Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.104; data-to-parameter ratio = 15.4. organic compounds o2972 Dileep et al.
In the title compound, C 12 H 11 N 3 OS, the dihedral angle between the pyridine and thiophene rings is 46.70 (9) and the C-N-N-C torsion angle is 178.61 (15) . In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁO hydrogen bonds generate R 2 2 (8) loops.
Related literature
For a related structure, see: Lu et al. (1996) . For graph-set nomenclature of hydrogen bonds, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (17) 170 (2) Symmetry code: (i) Àx; Ày þ 1; Àz þ 2.
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SIR92 (Altomare et al., 1993) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: PLATON (Spek, 2009 is comparable with an equivalent bond length of 1.506 (3) Å for a compound reported earlier (Lu et al., 1996) . The crystal structure exhibits intermolecular hydrogen bonds of the type N-H···O with symmetry codes -x, 1 -y, 2 -z. Experimental 1.37 g (10 mmol) of isoniazide was dissolved by the addition of 15 ml of ethanol in a round bottomed flask. To this 1.1 ml (10 mmol) of 2-Acetyl-thiophene dissolved in 15 ml of ethanol was added. This solution was refluxed for 5 h with stirring and then the solution was concentrated using rotor vaporizer and dried in vacuo and the product obtained was collected. The purity of the compound was confirmed by the TLC. Colourless blocks were recrystallised from methanol solution.
Computing details
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004) ; program(s) used to solve structure: SIR92 (Altomare et al., 1993) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
PLATON (Spek, 2009 The unit-cell packing diagram. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(E)-N′-[1-(Thiophen-2-yl)ethylidene]isonicotinohydrazide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.9693 (5) (7) 0.0031 (7) −0.0094 (7) C4 0.0362 (8) 0.0286 (7) 0.0326 (7) −0.0052 (6) −0.0022 (6) −0.0087 (6) C5 0.0339 (7) 0.0276 (7) 0.0319 (7) −0.0042 (5) −0.0020 (6) −0.0091 (6) C6 0.0424 (8) 0.0286 (7) 0.0313 (7) −0.0031 (6) 0.0050 (6) −0.0074 (6) C7 0.0346 (7) 0.0259 (7) 0.0311 (7) −0.0068 (5) 0.0054 (6) −0.0071 (5) C8 0.0479 (9) 0.0322 (8) 0.0343 (8) −0.0059 (6) −0.0018 (7) −0.0064 (6) C9 0.0576 (10) 0.0439 (9) 0.0358 (8) −0.0150 (8) 0.0013 (7) −0.0154 (7) C10 0.0560 (11) 0.0309 (8) 0.0542 (10) 0.0054 (7) −0.0039 (8) −0.0122 (7) C11 0.0502 (9) 0.0327 (8) 0.0344 (8) −0.0008 (7) −0.0036 (7) −0.0075 (6) C12 0.0523 (10) 0.0300 (7) 0.0415 (8) −0.0063 (7) 0.0073 (7) −0.0132 (6) N1 0.0429 (7) 0.0275 (6) 0.0304 (6) −0.0052 (5) 0.0051 (5) −0.0082 (5) N2 0.0510 (8) 0.0263 (6) 0.0332 (7) −0.0032 (5) 0.0099 (6) −0.0099 (5) N3 0.0562 (9) 0.0377 (7) 0.0514 (9) −0.0066 (6) 0.0049 (7) −0.0217 (6) O1 0.0758 (9) 0.0345 (6) 0.0369 (6) −0.0040 (6) 0.0215 (6) −0.0084 (5) S1 0.0584 (3) 0.0344 (2) 0.0389 (2) −0.00466 (18) 0.00777 (18) −0.01196 (17) Geometric parameters (Å, º) C1-C2 1.341 (3) C7-C11 1.381 (2) C1-S1 1.6977 (18) C8-C9 1.380 (2) 
